Key indicators: single-crystal X-ray study; T = 298 K; mean (C-C) = 0.010 Å; disorder in main residue; R factor = 0.054; wR factor = 0.151; data-to-parameter ratio = 14.9. 
The asymmetric unit of title compound, C 28 H 38 O 18 S 2 ÁC 4 H 8 O, comprises one disulfide-bridged sugar molecule and one solvent molecule. No significant differences in structural parameters are found between the present structure and the previously determined unsolvated form [Brito, Ló pez-Rodrí-guez, Bé nyei & Szilagyi (2006) . Carbohydr. Res. 341, 2967 Res. 341, -2972 . The compounds are characterized by a compact structure with spatial proximity of the two pyranosyl rings. One of the carbonyl atoms is disordered over two sites [site occupancy = 0.69 (7) for major component] and the displacement parameters for the THF species are unsually large.
Related literature
For analysis of conformation, see: Cremer & Pople (1975) 
Comment
The disulfide linkage which plays an essential role in stabilizing the tertiary structure of proteins, was not known in carbohydrate chemistry until recently when it was introduced as a new interglycosidic connecting element (Szilágyi & Varela, 2006) . Diglycosyl disulfides were proposed as novel carbohydrate scaffolds with potential biological activity (Szilágyi & Varela, 2006 , Chakka et al., 2005 . This has recently been demonstrated in binding studies with galectins and in assays with tumor cells (André et al., 2006) . We report herein the crystal and molecular structure of the title compound, (I), Fig (Glc) and 9.6 (6)°(Gal), φ = 15 (11) (Glc) and 9(4)° (Gal); these parameters are similar to those for the unsolvated form. The conformations of the acetyl groups are in agreement with the observation that in acetylated pyranoses, the carbonyl C=O bonds tend to align so that they nearly eclipse the axial-H atoms atoms on the common ring C atoms.
Experimental
Compound (I) was synthesized as described by Szilágyi et al. (2001) .
Refinement
The H atoms were geometrically placed (C-H = 0.96-0.98 Å) and refined as riding with U iso (H) = 1.2U eq (C) or 1.5U eq (methyl-C). The O29 atom was refined over two sites using a disorder model, with occupancies of 0.69 (7) and 0.31 (7). The THF molecule is disordered and was modelled with restraints for distances and anisotropic displacement parameters using a 'rigid-bond' restraint to U ij , implemented as the DELU instruction in SHELXL97 (Sheldrick, 2008) . Figures   Fig. 1 . The molecular structure of (I), with the atomic numbering scheme. Displacement ellipsoids are drawn at the 30% probability level. All H atoms have been omitted for clarity. Hydrogen site location: inferred from neighbouring sites Least-squares matrix: full H-atom parameters constrained
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